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Method for Cancer Diagnosis using DNA Ploidy Analysis with a Combination of
Fast Fourier Transform and Domain Method
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We have developed to cancer screening algorithm of the cell cycle, evaluated

by the flow cytometry. Our previous research using our ° the domain method’ algorithm showed a
sensitivity of 98% and specificity of 82% to screen cancer cells. The present study aimed to
validate our previous findings by using a linear discriminant analysis (LDA) on other tissues
collected from 70 patients with colorectal cancer (60 cancer tissues; 58 normal tissues). The
results showed about a 7% decrease in sensitivity from our previous research, thus indicating a need
to improve the diagnostic algorithm.In the present study, aiming to improve the algorithm, called
as the domain method, we focused and applied following new features of the cell cycle findings: The
second largest peak (PK2) to largest peak (PK1) ratio (PK2/PKl1l), the GO/G1l and pseudo domain cell
counts, and half-width of the largest peak.

As the result, he new algorithm showed a sensitivity of 87% and specificity of 97%.
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